Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.002 Å; R factor = 0.030; wR factor = 0.064; data-to-parameter ratio = 13.6. organic compounds o2906 Č ernochová et al.
The asymmetric unit of the title compound, C 18 H 22 N 2 , contains two independent molecules which differ slightly with respect to the torsion angles involving the atoms joining the adamantyl and benzimidazole groups. The bond angles in the adamantane cage vary within the range 108.27 (9)-110.55 (10) . The benzimidazole ring system in both molecules is essentially planar, the maximum deviations from the best planes being 0.0134 (15) and 0.0229 (14) Å . In the crystal, weak C-HÁ Á Á interactions link the molecules.
Related literature
For the synthesis, spectroscopic characterization and biological activity of the title compound, see: Hille et al. (2011) . For background to C(sp 2 )-HÁ Á Á interactions, see: Takahashi et al. (2010) . For two polymorphs of a related structure, see: Lei & Zhou (2009) Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C2-C7 ring.
Data collection: CrysAlis CCD (Oxford Diffraction, 2009); cell refinement: CrysAlis RED (Oxford Diffraction, 2009); data reduction: CrysAlis RED; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 (Farrugia, 1997) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97. Fig. 1 . The asymmetric unit with 50% probability ellipsoids for non hydrogen atoms. H-atoms are shown as spheres at arbitrary radii. supplementary materials sup-2 
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Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C2-C7 ring. 
